based molecular analysis of economically important
Turkish apricot cultivars
A.E. Akpınar1, H. Koçal2, A. Ergül1, K. Kazan3, M.E. Şelli1, M. Bakır1,
Ş. Aslantaş1, S. Kaymak2 and R. Sarıbaş2
Ankara University, Biotechnology Institute, Ankara, Turkey
Ministry of Agriculture and Rural Affairs,
Horticultural Research Institute, Egirdir, Isparta, Turkey
3Commonwealth Scientific and Industrial Research Organization Plant Industry, Queensland
Bioscience Precinct, St. Lucia, Queensland, Australia
Corresponding author: A. Ergül
E-mail: ergul@agri.ankara.edu.tr; aliergul2001@yahoo.com
Genet. Mol. Res. 9 (1): 324-332 (2010)
Received October 30, 2009
Accepted November 27, 2009
Published February 23, 2010
1
2

ABSTRACT. Turkey is not only the main apricot (Prunus armeniaca) producer and
exporter in the world, but it also has a wide variety of apricot germplasms, owing to its
close proximity to the centers of apricot origin. However, there is little or no genetic
information on many apricot cultivars that are extensively cultivated in Turkey. We
examined the genetic relatedness of 25 Turkish and four exotic apricot cultivars using SSR
(simple sequence repeat) markers that were either previously developed for apricot, or for
peach (P. persica), a close relative of apricot. Allele diversity (with an average allele
number of 6.37) at the SSR loci and the heterozygosity rates (with an average Ho value of
0.648) of these cultivars were found to be higher than in previous studies that used the same
loci for apricot. This fact might be attributed to the analysis of different numbers of
accessions in the different studies. No correlations were found between the genetic
relatedness and the geographical distributions of these cultivars. The data reported here will
assist in the prevention of confusions in the apricot propagation and breeding in Turkey.
The findings can also be directly compared with other studies that used the same SSR
markers on apricot.
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